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M3 1 Fuufeg1dnsIavesdmiainulsafivgtivii fesavnauinsiedaminsonauln
vandaluusemalngseningd w.e. 2556-2557 wagduiudiegeniui@nwiaidu

WugNI3Y (sequencing)

I PUIUAWTI WauIn? Sovaz? Sequencing’
NIWNWHATUAT 412 69 19.60 10
a9van 90 57 16.19 10
SNl 495 42 11.93 5
UBUANT 56 35 9.94 7
QUATIVEIH 74 23 6.53 8
YaU3 62 19 5.40 6
U513UY3 51 16 4.55 5
\ae 145 16 4.55 3
AyNIUTINIG 39 14 3.98 5
Uy 151 7 1.99 4
FEdALINY 112 7 1.99 1
1UNTY 25 7 1.99 2
n5 31 6 1.70 2
UNIF1IAU 123 q 1.14 4
UNYS 23 3 0.85 2
UATAITITUIY 209 3 0.85 2
UUNYI 37 3 0.85 1
Qe a4 3 0.85 3
GREITGe) 17 3 0.85 1
gsuns 65 3 0.85 2
HANTUT 84 2 0.57 2
ANIAAT 43 1 0.28 0
NYIUY3 54 1 0.28 1
Unusdl 20 1 0.28 1
Unend 85 1 0.28 1
NITUATAIOYTEN 27 1 0.28 1
Wwadlan 228 1 0.28 1

EHAdRN 111 1 0.28 1
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Oyl PUIUAWTI WauIn? Sovaz? Sequencing’
5193 80 1 0.28 0
431945571 29 1 0.28 1
9nsAne 115 1 0.28 1
soviedy 3097 352 100 93
VUEN0): 1 = fhegrsiilinauindelsafivativthlngs direct fluorescent antibody

2 = Sruufegefilsinauan x 100/352
3

= IUIUFIPETIAINTIAF R UATIUTNTTH

15199 2 arduihedlelmdvatlnsiwesdtuiu 4g NTumedetiindlolusiugu (N) vesla

Wwadvn
Primers sequence (5'—»3’) Length (Base pairs)
RV-N-F1 5" — CAG AGA AGA AGC AGA CAG TGT - 3' 458
RV-N-R1 5 -AGC AAC GGT GGG GTC TCT - 3
RV-N-F2 5 - GCAATG CAATTCTITT GAG GGA - 3 574
RV-N-R2 5 - CTT CCT CAA AGT TCT TGT GG - 3'
RV-N-F3 5 - GCT GGA ACC TAC GAC ATG TT - 2' 530
RV-N-R3 5 - TCT GCC AGT GCT ACG TCA -3
RV-N-F4 5 - GGA TGT TAT ATG GGT CAG GT- 3' 560
RV-N-R4 5 - CCATIT CGA GAT CAG CCAA -3

M157990 3 FuIUmBE 1w TILaERaN1IRTIRLIATwatu U lulsenelng seninad w.a. 2556-

2557 wenauinguszasdnisdsmsaiiedugnsuazvesusenduiiuiivaenlsaiivgivii

qilv Wi la-nsele au ERHt ERHt

. . . . f79879  WaUIN
I WAUIN WU WAUIN U WAUIN U WAUIN

%’uqm 1,094 308 221 12 19 18 58 - 1,390 338
YOTUT 4,369 14 450 - 12 - 2,253 - 7,084 14

U 5,463 322 671 12 29 18 2,311 - 8,474 352
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deydnmal

SowdavimuTiaAwqimih
) vinutsaisgimn
[ wu 1-20 drauw

B wu 21-40 Mauw
Wl vwnnni 40 at

100 0 100 200 300 400 km

A9 1 ununlanan1snsEemvedlsaivgivinludndludszmelngsenined wa. 2556-2557
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Epidemiology and phylogeography of Rabies Virus
in Thailand during 2013-2014

Patiporn Thapanagulsak Bandit Nuansrichay ~ Prakit Boonpornprasert

National Institute of Animal Health, Department of Livestock Development, Chatuchak, Bangkok 10900
*Corresponding author, Tel.0-2579-8908-14 Fax.0-2579-8918-9, E-mail: patiporn.t@dld.co.th

Abstract

Rabies is a serious zoonotic disease causing more than 55,000 deaths worldwide each
year. This study aimed to epidemiologically analyze and genetically characterize these viruses.
Rabies surveillance database was employed to provide related epidemiological data. Ninety-
three of total three hundred and thirty two rabies positive samples by direct fluorescent
antibody derived from National Institute of Animal Health and Regional Veterinary Research
and Development Center. They were confirmed by PCR and further characterized by Sanger
sequencing method. A phylogenetic tree was constructed with maximum likelihood analysis
by MEGA version 6 and the distribution of the rabies virus in each subgroup analysis was
illustrated using QGIS version 2.2.0. Our genetic analysis demonstrates that the viruses were
categorized into 2 groups; 81 samples of which fell into Southeast Asia group and other 12
samples were classified as China group which was the new group in Thailand. Noticeably, this
new group was detected in the border area of Thailand, Myanmar and Laos PDR in the northern
and upper northeastern regions of Thailand. Our study emphasizes the essence of
multidisciplinary integration of genetic characterization, epidemiology and geographical
analysis. This integrated study should be regularly and systematically performed as a part of
strategic plans in the surveillance and identification of the risk area. Moreover, the obtained

data are highly valuable for future studies.

Keywords: Rabies virus, genetic characteristic, Southeast Asia, China, geography, Thailand
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